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The central dogma of biology is defined by the genetic information as a fundamental flow of life.
Multiple layered genetic information consisted of mRNA, tRNA, rRNA and small RNAs is latent in
genome sequence (DNA). These lines of information involved in protein synthesis are passing from first
generations to the next via DNA. Methylation, one of biologically important modifications, is catalyzed
by a set of methyltransferases, and they act on DNA, RNAs, histone and non-histone proteins, which are
utilized for the regulation of homeostasis in cells and our body. Although a number of studies focus on
understanding cellular biological methylation, little is known regarding the physiological relevance in
vivo. We aim to investigate the strategic mechanisms for survival of life such as cell differentiation,
disease, and individual aging using model organisms such as nematodes and mice.
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